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82; CONSENSUS-G =~ ---§----- Q
US3 92RU131.9 - CONSENSUS-B
us4 AG 9PNG0B32 ot Wiz
S%B(T;%%%‘ll P'A,:'"'S" AG_93NG003.1  ---S----- WR27

o LBV217 --5---S| YU2
L 7107) N —
3202A21 N 92UG975.10  ---N---- Xgle?
MANC “oHe CONSENSUS-H  --N--PV B
WEAU160 oo T 90CRO056 NPV M23470
93THO67A - SWT- eradh)
AD8 e CONSENSUS-O  p?Pg---p- M30156
CONSENSUS-C  ---§----- P 80 i_SFf’F(E:gé M737677
92BR025.9 = Gen M737685
ETH2220 weN-ee| VAU P-PQ-—H- WB

V1686 PSPQ---P-
BU910112 S CS— SF128A
BR911513 R CONSENSUS-CPZ ?2-22-277- HEI3CS
93MW959.18 ---S---- CPZGAB E-C-P- BAL2A
93MW960.3 -=-N----- CPZANT A-QH--F- GUNAA
93MW965.26  ---S---P- CM237X
UG268A2 S S— MEA
SM145A -==N----- 168C
ZAM18A - Qz4589
ZAM20A S N 91US006.10
DJ259A S M 92TH014.12
DJ373A . R— 91HT651.11
SE364A ---S---Sl| SF2
BU910905A ---S----- SF2B13
BU91007A -S---S- LAl
BU91003A -=S-eme HXB2R
BU91002A -==N----- GP160EN
BR91015A ---T----- NY5CG
BU91001A ---G----- NL43
BU91006B S — JRCSF
BU91008A ---S---P- JRFL
BU91004A ---S---- ALA1
CONSENSUS-D  --n--s-- JB'X3L21
84ZR085 --N--S-- B
92UG021.16 ---N--S-- R 0511
D2UG024W ~LN-LS-- DroS005.
UG-AMK-3 --LN--S-- N
C971-416 - S-- B
WHO15-726 -N--S-- N
87TZ24622 —-N-LS-- o
94UG1141 --N-LS-- o
ELI --LN--S-- e
2226 NS BCSG3C
Z6 -N--S-- o
NDK -N-LF-- e
92UG024.2 ~LN-LS-- o
Jy1i --N--S-- A
UG269A S-S o
UG274A2 -=-N--S-- e
SE365A2 ~-N--S-- He
93ZR001.3 -LN--S-- R 1122
CONSENSUS-E TB132
92THO11A 92BR020.4
KHO3 92US711.14
KHO8 91US712.4
I-198

DEC 97



CONSENSUS-B -------mmmeee- CONSENSUS-E - fi--aa-

92US714.1
92US715.6
92US716.6
92US657.1
92HT593.1
92HT594.10
92HT596.4
92HT599.24
P896
HEI3BL
HEI4BL
HEI20BL
HEI22BL
HEI27BL
HEI28BL
ENVVA
ENVVB
ENVVE
usl1

us2

USs3

us4
91HT652.11
92UG005
3202A12
3202A21
MANC
WEAU160
93THOG67A
AD8

CONSENSUS-C  ---eeees i--aa-
92BR025.9
ETH2220

BU910112
BR911513

93TH975.15
92TH006.5
TN235
TN239
TN242
TN243
92TH022.4
93TH976.17
CM238X
CM240
AE_90CF402
AE_93TH253

92RU131.9
VI525A2
AG_92NG083.2
AG_93NG003.1
LBVvV217
92UG975.10

93MW960.3 Qe VAA-
93MW965.26  ---Q---Fl--A-
UG268A2 S AA-
SM145A
ZAM18A
ZAM20A
DJ259A
DJ373A
SE364A
BU910905A «Rememe|--AA-
BU91007A
BU91003A
BU91002A
BR91015A
BU91001A
BU91006B
BU91008A
BU91004A

CONSENSUS-D  —--reeev i--aa-
84ZR085
92UG021.16 —--mmmmmees T-
D2UG024W R--H----1--AA-
UG-AMK-3
C971-416
WHO15-726 ---H----1--AA-
87724622
94UG1141
ELI

2276

Z6

NDK
92UG024.2
JY1l
UG269A
UG274A2
SE365A2
93ZR001.3

CONSENSUS-E - fi--aa-
92THO11A
KHO3
KHO8
93TH966.8 - FIS-AA-

I-199
DEC 97

CONSENSUS-F  --rH---?i--aA-
BF_93BR029.4 --RH--Fl--AA-
93BR020.1 ~RH--Fl--AA-
BZ163A T
BZ126A ~RH--—1--AA-

CONSENSUS-G ~ ---meme- i--aa-

CONSENSUS-H N = | [E—
90CRO056 S = —

CONSENSUS-O  ?--L-SN-aSgl..
ANT70 T--L-SN-ASGI..
MVP5180 T--L-SN-ISGI..
VAU I--L-SN-ASEI..
V1686 I--L-SN-ASGI..

CONSENSUS-CPZ --QS-TS-ACN-W-
93MW959.18  -----m- FI-VAA- CPZGAB QS TS.ACN-W-

HIV CTL Epitopes

gp41 Epitope 12-14

CONSENSUS-B rirdLIliv?r

EPITOPE # HLA

12 RLRDLLLIVTR (A3.1)
13 RLRDLLLIVTR (A3)

14 RLRDLLLIVTR (A31)

CONSENSUS-B rirdLIliv?r

CONSENSUS-A  ---fi--aa-
U455 --—-FA---A-
SF1703 ——-FI--AA-
AG_IBNG - I--AA-
92RW020.5 —--FIS-AA-
92UG031.7 ---Fl--AA-
92UG037.8 Q-—Fl-—A-
UG275A —--Fl--AA-
UG273A —--Fl---A-
DJ264A H---FV--AV-
DJ263A --—-FV--AV-
DJ258A Q---FV--AV-
KENYA -—--FI--ATE
VI191A --Fl---A-
Q23-17 --—-FI--AA-

CONSENSUS-B
C18MBC
Lw123

WR27

YU2

YU10

AC-3

M30156
M737677
M737685
WwB
SF128A
HEI3CS
BAL2A
GUNAA
CM237X
MFA
168C
Qz4589
91US006.10
92TH014.12
91HT651.11
SF2
SF2B13
LAI
HXB2R
GP160EN
NY5CG
NL43
JRCSF
JRFL
ALA1
JH32
BAL1
BRVA
91US005.11
ETR
BA1A

MN
CAM1
ADA

JFL
SIMI84
BCSG3C
D31
SF162
ovI

SF33
CDC42
HAN

RF
WMJ22




HIV CTL Epitopes

CONSENSUS-B CONSENSUS-E  --—fi--aa- gp41 Epitope 15
TB132 92THO11A L---FIS-AA-
92BR020.4 KHO3 —e-Fl--AA- Epitope 15  GRRRGWEALK (B27)
92US711.14 KHO8 <—-Fl--AA-
91US712.4 93TH966.8 -——-FIS-AA- CONSENSUS-B grrgwealk
92US714.1 93TH975.15  --FI-AA-
92US715.6 92THO06.5  -——FI-AA- CONSENSUS-A g~
92US716.6 TN235 <—-Fl-AA- U455 L-L—G-
92US657.1 TN239 —Fl-AA- SF1703 LL--G-
92HT593.1 TN242 ——FI--AA- AG_IBNG L-L--G--
92HT594.10 TN243 ~--FIS-AA- 92RW020.5 LL-—G-
92HT596.4 92TH022.4  -~Fl-AA- s2uG0sL7 LG
92HT599.24 93THI76.17  ---rnm- AT- 920c037.8 - LA—G-
P896 CM238X ——Fl-AA- UG275A GQ...G-
HEI3BL CM240 e T--AA- UG273A GHR---GI-
HEI4BL AE_90CF402  -—Fl--AA- DJ264A L-L--G---
HEI20BL AE_93TH253  ---Fl--AA- DJ263A L-L--Q
HEI22BL DJ258A L-L—--Q
HEI27BL CONSENSUS-F  H---?i--aA- KENYA L-L---G--
HEI28BL BF_93BR029.4 H---FI--AA- VI191A R-.------
ENVVA 93BR020.1 H---Fl--AA- Q23-17 L-L---GI-
ENVVB BZ163A H------- TA-
ENVVE BZ126A H----1--AA- CONSENSUS-B —----—---
us1 _ C18MBC
Us2 CONSENSUS-G ~ ---- i--aa- LW123
Us3 92RU131.9 —-Fl--AA- WR27
Usa VI525A2 [— A- YU2
01HTE52.11 AG_92NG083.2 ----- V--AA- YU10
9ZUGODS AG_93NG003.1 ----- V--AA- AC-3
3202A12 LBV217 Q--Fl---T- JB
3202421 92UG975.10  ---Sl-AA- M23470
M26864

MANC CONSENSUS-H L-meemnme V- M30156
WEAU160 90CR056 [IP— V- M737677
93THO67A M737685
ADS CONSENSUS-O  L-SN-aSgl.. WB

ANT70 L-SN-ASGI.. SF128A
CONSENSUS-C - i--aa- MVP5180 L-SN-ISGI.. HEI3CS
92BR0259 - I--AA- VAU L-SN-ASEI.. BAL2A
ETH2220 = -—-- 1--AA- V1686 L-SN-ASGI.. GUNAA
Eggi%g _____ :ﬁ; CONSENSUS-CPZ S-TS-ACN-W- CM237X

CPZGAB S-TS-ACN-W- MFA
93MW959.18 ----FI-VAA- 168C
93MW960.3 Q------ VAA- Qz4589
93MW965.26 Q---Fl---A- 91US006.10
UG268A2 - AA- 92TH014.12
SM145A ----FI-VAA- 91HT651.11
ZAM18A w--Fl--AA- SE2
ZAM20A SF2B13
DJ259A LAI
DJ373A HXB2R
SE364A GP160EN
BU910905A NY5CG
BU91007A NL43
BU91003A JRCSE
BU91002A JRFL
BR91015A ALAL
BU91001A JH32
BU91006B BRVA
BU91008A 91US005.11
BU91004A ETR

BA1A
CONSENSUS-D - i--aa- MN
847ZR085 -E-l--AA- CAM1
92UG021.16  ---emeom- T- ADA
D2UG024W Heml--AA- JFL
UG-AMK-3 = |--AT- SIMI84
C971-416 [S— BCSG3C
WHO15-726 H---1--AA- D31
87TZ4622 - --AT- SF162
94UG1141 - I--AA- ovl
ELl e I--AV- SF33
b2y J— --AA- CDC42
G- J— I--AA- HAN
NDK —--Sl--AA- RF
92UG024.2 He--1--AA- WMJ22
Jyl TB132
UG269A 92BR020.4
UG274A2 92US711.14
SE365A2 91US712.4
93ZR001.3 - |--AT- 920US714.1
1-200

DEC 97



HIV CTL Epitopes

CONSENSUS-B ~ ----e-—- CONSENSUS-E |-G~ :
92UST15.6 Tpas L gp41 Epitope 16
92US716.6 92TH022.4 L-----G-- Epitope 16 SLLNATDIAV (A2)
92US657.1 93TH976.17 L-----G--
92HT593.1 CM238X L-----G-- CONSENSUS-B  slinatAiaV
92HT594.10 CM240 L-----G-- )
92HT596.4 AE_90CF402 L--R--G-- CONSENSUS-A  n--dti----
92HT599.24 AE_93TH253 L---G-- U455 T--D-V-V--
P896 - SF1703 N--DTl----
HEI3BL CONSENSUS-F  L?------- AG_IBNG N---TI--V-
HEI4BL BF_93BR029.4 LK------- 92RW020.5 N-VDTI----
HEI20BL 93BR020.1 (I C—— 92UG031.7 N-FDTI----
HEI22BL BZ163A [I— 92UG037.8 N-FDTI--V-
HEI27BL BZ126A L--mnmee- UG275A --FDTI-VVI
HEI28BL UG273A N--DTI----
ENVVA CONSENSUS-G |-I---g-- DJ264A N--DTl----
ENVVB 92RU131.9 L-L---G-- DJ263A N--DTI-L--
ENWE e VIS25A2 e DJ258A N--DTI--V-
|8 1S3 — AG_92NG083.2 L-L---G-- KENYA N-VDTI--V-
us2 AG_93NG003.1 L-L---G-- VI191A T--D--mmm-
Uss LBV217 L-L—G-- Q23-17 N-VDTI----
usa 92UG975.10 L-L---S--
OIHT652.11  wooooeeee CONSENSUS-B  =---emea-
: CONSENSUS-H ----R---- C18MBC
92UGO05 e I- 90CR056 S LW123
3202A12 Wiz
3202A21 CONSENSUS-O  LGLWIIGQ- YU
MANC ANT70 LGLWILGQ- YU10
WEAU160 MVP5180 LGLWILGQ- AC-3
93THO67A VAU LGLWIIGQR B
AD8 e V1686 LGLWILGQ- M23470
CONSENSUS-C  _ Ig-——-i-- CONSENSUS-CPZ L-LLR-R-C M26864
92BR025.9 1Q-——-I-- CPZGAB L-LLR-R-C M30156 L
ETH2220 LQ----T-- M737677 —F-Tl-—--
BU910112 LQ-—-I-- M737685 [ =—
BR911513 LQ--I-- wB —F-T--V--
93MW959.18 LQK--D--- SF128A  eeeeeeen
93MW960.3 LQ------- HEI3CS = —cmeeeeee
93MW965.26 LQ------- BAL2A
UG268A2 LQ------- CM237X
SM145A LQ------- MFA
ZAM18A LQ------- 168C
ZAM20A LQ------- Qz4589
BU910905A LQ----T-- 91US006.10
BU91007A 1Q----I-- 92THO014.12
BU91003A LQ----I-- 91HT651.11
BU91002A LQ---I-- SF2
BR91015A LQ---I-- [ =] J—
BU91001A LQ--—-I-- N —
BU91006B GQ---I-- HXB2R
BU91008A LQ---I-- GP160EN
BU91004A LQ---I-- NY5CG
CONSENSUS-D NL43
- JRCSF
84ZR085
JRFL
92UG021.16 AAL
D2UG024W Shao
UG-AMK-3 SAL1
C971-416
BRVA
WHO015-726
87724622 pro00sdl DV
E‘S’Gn“ BA1A N, -
2226 0 e MN e
76 CAM1 ~FDTl----
YN oY N ———
NDK )
?\Z(LfGOM'Z """" - SIMI84 N SUEVA
UG269A gg13630 NV
UG274A2 oKl
SE365A2 85}62 FD-I
93ZR001.3 - V-- Sp3s
CONSENSUS-E  |-----G-- CcDC42 ERVA V-
92THO11A L-----G-- HAN —F-Tlem-
KHO3 L-----G-- RF
KHO8 L-L---G-- WMJI22
93TH966.8 L-----G-- TB132
93TH975.15 L-----G-- 92BR020.4
TN235 L----G-- 92US711.14
TN239 L-----G-- 91US712.4  -meeee-
TN242 L----G-- 92US714.1  -eeeeee-
I-201

DEC 97



HIV CTL Epitopes

CONSENSUS-B

92US715.6
92US716.6
92US657.1
92HT593.1
92HT594.10
92HT596.4
92HT599.24
P896
HEI3BL
HEI4BL
HEI20BL
HEI22BL
HEI27BL
HEI28BL
ENVVA
ENVVB
ENVVE

Us1

us2

USs3

us4
91HT652.11
92UG005
3202A12
3202A21
MANC
WEAU160
93THO67A
AD8

CONSENSUS-C
92BR025.9
ETH2220
BU910112
BR911513
93MW959.18
93MW960.3
93MW965.26
UG268A2
SM145A
ZAM18A
ZAM20A
DJ259A
DJ373A
SE364A
BU910905A
BU91007A
BU91003A
BU91002A
BR91015A
BU91001A
BU91006B
BU91008A
BU91004A

CONSENSUS-D
847R085
92UG021.16
D2UG024W
UG-AMK-3
C971-416
WHO15-726
87TZ4622
94UG1141
ELI

7276

Z6

NDK
92UG024.2
Jy1l
UG269A
UG274A2
SE365A2
937ZR001.3

CONSENSUS-E
92THO11A
KHO3

KHO8
93TH966.8
93TH975.15

CONSENSUS-E ~ ---d---—--
TN235 —Deerl-
TN239
TN242
TN243
92TH022.4
93TH976.17
CM238X
CM240
AE_90CF402
AE_93TH253
CONSENSUS-F  --—-t---v-
BF_93BR029.4 ----T---V-
93BR020.1  -----ee-
BZ163A G-F-T---V-
BZ126A TV
CONSENSUS-G  n--dTi----
92RU131.9 —-FDTI--T-
VI525A2 Heo-Tommee
AG_92NG083.2 N--DTI---T
AG_93NG003.1 N-IDTl----
LBV217 N--DTV---T
92UG975.10 N-VDTI-V--
CONSENSUS-H ~ D---T----
90CRO056 Dee-Toeemn
CONSENSUS-O  ?--DTI-V--
ANT70 —--DTL-V--
MVP5180 N--DTI-VS-
VAU N--DTV-V--

--FDTI----

N---T---V- V1686 —IDTL-VT-

N-col-—- CONSENSUS-CPZ ---D------

N CPZGAB Y

-IVDTL----

--VDTl----

—-DTI--T-

—-DTl----

--DTI--T-

--VD-I--T-

—-DTl----

e T---T-

—-DT----

—-DTI--T-

—-DT-----

N--DT-----

R ) W

—-DTV----

R ) T

N —

—-FDTI----

—-DT-----

R T

-fdt-—---

IR V/ p W——

we-D----T-

—F-T---V-

N =S

N oY/

N =

—F-T---

—-F-Tl---

--FD-----

—-DTl----

—--DTl----

~-DTl----

—F-T---V-

—-FDTI--V-

—-FDT-----

—--DTl----

R =S—

N I—

1-202

DEC 97

gp41 Epitope 17-18

CONSENSUS-B
EPITOPE #

17

18

CONSENSUS-B

CONSENSUS-A
U455
SF1703
AG_IBNG
92RW020.5
92UG031.7
92UG037.8
UG275A
UG273A
DJ264A
DJ263A
DJ258A
KENYA
VI191A
Q23-17

CONSENSUS-B
C18MBC
Lw123
WR27

YUu2

YU10

AC-3

JB

M23470
M26864
M30156
M737677
M737685
WB
SF128A
HEI3CS
BAL2A
CM237X
MFA

168C
Qz4589
91US006.10
92TH014.12
91HT651.11
SF2
SF2B13
LAI

HXB2R
GP160EN
NY5CG
NL43
JRCSF
JRFL
ALA1

JH32

BAL1
BRVA
91US005.11
ETR

BA1A

MN

CAM1
ADA

JFL
SIMI84
BCSG3C
D31

SF162

ovI

SF33
CDC42
HAN

RF

WMJ22
TB132
92BR020.4

Drvievvgrayrail

DRVIEVVQGAYRAIR (A2)

RVIEVLQRA
Drvievvgrayrail

S 10 1
----- IG-TIG----
----- IG-AIC---

~A-IG-VG--R
------ G-IF-—-

l-IL--IC--R
Le-Vens

—-V--L—-G--V-
—I-KA-~-IC--
ST o R

—l-IA--FF-GF-



CONSENSUS-B

92US711.14
91US712.4
92US714.1
92US715.6
92US716.6
92US657.1
92HT593.1
92HT594.10
92HT596.4
92HT599.24
P896
HEI3BL
HEI4BL
HEI20BL
HEI22BL
HEI27BL
HEI28BL
ENVVA
ENVVB
ENVVE

us1

us2

US3

us4
91HT652.11
92UG005
3202A12
3202A21
MANC
WEAU160
93THO67A
AD8

CONSENSUS-C
92BR025.9
ETH2220
BU910112
BR911513
93MW959.18
93MW960.3
93MW965.26
UG268A2
SM145A
ZAM18A
ZAM20A
DJ259A
DJ373A
SE364A
BU910905A
BU91007A
BU91003A
BU91002A
BR91015A
BU91001A
BU91006B
BU91008A
BU91004A

CONSENSUS-D
847ZR085
92UG021.16
D2UG024W
UG-AMK-3
C971-416
WHO15-726
87774622
94UG1141
ELI

7276

Z6

NDK
92UG024.2
Jyl
UG269A
UG274A2
SE365A2
93ZR001.3

CONSENSUS-E
92THO11A
KHO3

----- [1--1G---
1--G-RGVC----
-Kl---C-—-R
------ A--TC----

wle-l=-IF-=-VI
ST T |y
BT T

wejei-sic---?

l---|-GIW---C
w-F--LI--IW--FC
wel=-1l-IC--Y
w-Lo-1-GIW---Y
—IL-SL-IG--R
wele-LI--LG---Y

w|---G-GIG----
--I--LA--IC-GVR
—|--Fl--IC---R
w-|--L---IC---R
-I-KFI-GLW---C
—l--ll--IW--FC
—l--L-—-IC---S
—IL-LL-IG--Y
wel=-L---IW---R
--|--FI-GFG---Y
—I--LI--IC---C
—L--I-GIW---Y
wel=-l1--IC---Y
—IL-LIL-IG---C
—l--LI--SV---C
—l=-LI-IC---Y
B
--I-DI-R--CK-V-
YN V.
S N T
we|---G-TIF----
S, [
------ G--C-—R
---DI---TV--V-
N N V.
weeecll---C--V-
—---|-R--C--V-
e -R-T---V-
F— C----
wele-L1--IG--—-
—l--LIR--F--V-
NS T VARVA
SR VAR VA
w-|-D---=-C---
wl-=-G-TIF----

._.._.a_g-W._-.

wmee-A-G-W--F-

CONSENSUS-E

KHO8
93THY966.8
93TH975.15
TN235
TN239
TN242
TN243
92TH022.4
93TH976.17
CM238X
CM240
AE_90CF402
AE_93TH253

CONSENSUS-F
BF_93BR029.4
93BR020.1
BZ163A
BZ126A

CONSENSUS-G
92RU131.9
VI525A2
AG_92NG083.2
AG_93NG003.1
LBVvV217
92UG975.10

CONSENSUS-H
90CRO056

CONSENSUS-O
ANT70
MVP5180

VAU

V1686

_.._--a.g_W_-._
------ A---W---|

------ A-GIW----
e A-G- W

e A-G-W-o-
e A-G-Wo-
e A-G-Woo-
Keer-A-G-W----

el Ac-Wane
wole-Ae- W

wrme-A-G-Wo-o-
e A-G-W-o-

e A-G-W-o-
~2-2AL--2G----

I-AAL--1G----
I-AAL--IG---

SN VA
...... Y N—
- A-G-C----
Y N o S

Y V2 o -

-Gl-Vl----Wo-m-
-Gl-Vl---W--e-

-gi-IGi--1G-G-?
-GI-AGI-IGTG-R
-GI-LGL--IGQGF-
-ST-LGI-SIG-G--

-GI-LGI--IG-G-R

CONSENSUS-CPZ --I--AF-VTL-I-R

CPZGAB

~l--AF-VTL-I-R

1-203
DEC 97

HIV CTL Epitopes

gp41 Epitope 19-24

CONSENSUS-B
19

(B35)

20

21

22

23

(A30)

24

CONSENSUS-A
U455
SF1703
AG_IBNG
92RW020.5
92UG031.7
92UG037.8
UG275A
UG273A
DJ264A
DJ263A
DJ258A
KENYA
VI191A
Q23-17

CONSENSUS-B
C18MBC
LW123
WR27
Yu2
YU10
AC-3

JB
M26864
M30156
M737677
M737685
wB
SF128A
HEI3CS
BAL2A
MFA
168C
QZ4589
91US006.10
92THO014.12
91HT651.11
SF2
SF2B13
LAI
HXB2R
GP160EN
NY5CG
NL43
JRCSF
JRFL
ALA1
JH32
BAL1
BRVA
ETR
BA1A

MN
CAM1
ADA

JFL
SIMI84
BCSG3C
D31
SF162
ovI

SF33
CDC42
HAN

RF
WMJ22
TB132
92BR020.4

yrailhiprrirQGleralLl
YRAIRHIPRRIRQGLERILL

YRAIRHIPRRIRQGLERILL (BS8)

IPRRIRQGL (87)

RRIRQGLERILL (BS)
RRIRQGLERILL

RRIRQGLERILL (B7)




HIV CTL Epitopes

CONSENSUS-B

92US711.14
91US712.4
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